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ATCC® Microbiome Standards
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Oral (& 16.7%)
Schaalia odontolytica
Prevotella melaninogenica

Fusobacterium nucleatum subsp.

nucleatum

Streptococcus mitis
Veillonella parvula
Haemophilus parainfluenzae

Skin (& 16.7%)
Acinetobacter johnsonii
Corynebacterium striatum
Micrococcus luteus
Cutibacterium acnes
Staphylococcus epidermidis
Streptococcus mitis

b MROIICHENLGHEEDZER (Site-Specific Microbiome Standards)

Gut (& 8.3%)
Bacteriodes fragilis
Phocaeicola vulgatus
Bifidobacterium adolescentis
Clostridioides difficile
Enterococcus faecalis
Lactobacillus plantarum
Enterobacter cloacae

Vaginal (& 16.7%)
Gardnerella vaginalis
Lactobacillus gasseri
Mycoplasma hominis
Prevotella bivia
Streptococcus agalactiae
Lactobacillus jensenii

Escherichia coli

Helicobacter pylori

Salmonella enterica subsp. enterica
Yersinia enterocolitica
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ReE B (BEN3ENE) 2 % pcCNo | aw | G BB LAY
O (678 16.7%) Oral Microbiome ; Genomic Mix MSA-1004™ 0.1 ml 86:600 > 77,400
. BE (67 E&16.7%) Skin Microbiome ; Genomic Mix MSA-1005™ 0.1 ml 86:600 > 77,400

4 J I DNA — —

BB (1278% 8.3%) Gut Microbiome ; Genomic Mix MSA-1006™ 0.05 ml 98000 > 88,200
B (61E&16.7%) Vaginal Microbiome ; Genomic Mix MSA-1007™ 0.1 ml 86600 » 77,400
O (678R 16.7%) Oral Microbiome ; Whole Cell Mix MSA-2004™ 0.4 ml 70:000 » 63,000
241k KE (67 8& 16.7%) Skin Microbiome ; Whole Cell Mix MSA-2005™ 0.4 ml 70:600 > 63,000
B (678% 16.7%) | Vaginal Microbiome ; Whole Cell Mix MSA-2007™ 0.4 ml 70600 > 63,000

HEZEDIELS (Mock Microbial Communities Standards)
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Even Distribution

W Acinetobacter baumannii B Schaalia odontolytica
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E ATCC: MSA:IO‘DZ: ATCC® MSA-1003™ B Bacillus pacificus ¥ Phocaeicola vulgatus
§ GEb W Bifidobacterium adolescentis B Clostridium beijerinckii
2 W Deinococcus radiodurans B £nterococcus faecalis
.E_ W £scherichia coli W Helicobacter pylori
5 B Lactobacillus gasseri B Neisseria meningitidis
) ® Porphyromonas gingivalis m Cutibacterium acnes
[
E | ATCC: MSA_lDDO: ATCC® MSA-1001™ ® Pseudomonas aeruginosa 1 Cereibacter sphaeroides
; | GCET AR ! | Staphylococcus aureus W Staphylococcus epidermidis
B Streptococcus agalactiae B Streptococcus mutans
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10%& (& 10%) 10 strain even mix ; genomic material MSA-1000™ 0.1 ml 86:000 > 77,400
4 J L. DNA 10%8 (Ft9—#Emtt) |10 strain staggered mix ; genomic material|  MSA-1001™ 0.1 ml 86:600 » 77,400
2078 (& 5%) 20 strain even mix ; genomic material MSA-1002™ 0.1 ml 98000 » 88,200
207 (Ft—#AmLL) |20 strain staggered mix ; genomic material|  MSA-1003™ 0.1 ml 98600 > 88,200
¥ 107 (% 10%) 10 strain mix ; whole cell material MSA-2003™ 1 ml ZRETZTL
' 207 (&5%) 20 strain mix ; whole cell material MSA-2002™ 0.4 ml ZRETEV
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