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Edit-R CRISPR (knockout) crRNA Library

B HHEDHEEHLESH sgRNA / crRNA 514 751 —

Edit-R CRISPR (knockout) sgRNA Library

7L114k 7L114k
EiE Human EniE Human, Mouse
DEREE 96 £/l 384 vz )L /L — b, FiEHER AERRE 96 £zl 384 UL/ L— N, HEEEM
B B 0.1, 0.25, 0.5, 1.0 nmol 5 B 0.1, 0.25, 0.5nmol
e Pool : 1 BEFHIVEIFT T > HRE S 3 B Pool . 1 BEFHLWVENT V1 > HRIES 4 ESE
Sty D SGgRNA M BEMZE 1 Dz )LICHE: D CRNA OBEWZE 1V 2 )LICHE:
HFGA-XXXXXX-XX 2R HFGP-XXXXXX-XX
7#—X v K |Setof 4: 1 EEFHIWEINTT A HRIGD 47EE
B D& RNA = ZNZN@ER DY T LI
AFdU— e IE - HGC-XXXXXX-XX
Whole Genome 19,037 CEEY 5
Druggable Genome "' 8,340 hA7dU— Y= \37 Z*z
GPCRs 390 BT BIEFH
lon Channels 417 GeEnome — 19,127 —
Phosphatases 756 Druggable Genome 8,422 —
GPCR 390 515
Proteases 527
Protein Kinases 746 lon channels 417 340
Ubiquitin Enzymes 738 Phosphatases 23? 273
Transcription Factors 1,580 Protefa\ses_ 5 599
Drug Targets 3686 Protein Kinases 746 774
: Ubiquitin Enzymes 738 752
* 1 Proteases, Protein Kinases, Phosphatases, Transcription Transcription Factors 1,580 1,419
Factors, Ubiquitin Enzymes, GPCRs, lon Channels, Drug Drug Targets 3,686 —
Targets &514 75—ty k. Cell Cycle Regulation 169 105
2 BEFHEFEREECRBZTEMIBIET. SCERSGEpIors 110 139
De-ubiquitinating Enzymes 94 100
=)Lk 7L11k DNA Damage Response 240 —
Epigenetics 835 724
Membrane Trafficking 140 113
Nuclear Receptors 52 46
Tyrosine Kinases 90 92
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Cherry-Pick CRISPR (knockout) sgRNA Library
H@m7+—<v b

Pool ¥12,100| *¥17,900| *¥21,800| %¥24,700| %¥30,100

Pool : 1 Bz F(CXWT 2 3 EVIDREEYW=0E
Individual : 1 EEFCDE 1~3 RINANSER, 1EIICEICHE

Cherry-Pick CRISPR (knockout) crRNA Library

BEmT7A—Tv b

Individual

¥5,400 ¥9,000] *¥10,800| #¥13,700| ¥16,800

Pool ¥8,700] *¥12,800| #¥15,500] #¥17,900/ #%19,500

Pool : 1 BzF(CXWT 2 4 BV DR = 71E
Individual : 1 E8EF(CDE 1~5 RAASER, 1EBIICECHE

Individual

¥4,000 ¥6,300 ¥8,000 ¥9,800] ¥11,900
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Edit-R Arrayed Lentiviral sgRNA Library
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HEAUERBEOEERICY) CO—-IL2MATZERE,
96 V)L L—KNIHELTVET,

EhiE Human, Mouse
TEREE 96 v )L 7L — K"’ Glycerol stock
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Edit-R Pooled Lentiviral sgRNA Library
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cHB~HTDY—7 v MEEFICNT 2EEFHIY 5~10 Ty — ’1583525 ’159‘683
EED SgRNA FIERAL ‘/9'-'7/(”/7\*“\_?%%5:5&%[/174’7 Druggable Genome 7:359 9:827
OF a—7JC3FEL, 7—=IUMEsgRNA S 175 1)—=T1, GPCR 378 498
. N NS _ lon Channels 345 340
/ = P — XTIty \ ° = =
e [llumina HOXRHR> -V T T —DHICHISLTVET Protein Kinases 200 208
EiE Human, Mouse Phosphatases 247 269
AR AEFH=5XT08TU/mI I/;/jrjfr)lzz*ﬁ% Proteases 473 533
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Edit-R Pooled sgRNA Indexing PCR and Sequencing Primer Kit A gytpklnpe ilcle el
DHA PRM10184 1order/ 78,900 SChOIEasCs
Fv NAZA : Edit-R Pooled sgRNA Forward PCR Primer, Edit-R Pooled sgRNA Reverse Tyrosine Kinases

Index PCR Primer (2/4~7/12~16/18~19), Edit-R Pooled Read 1 Illumina
Sequencing Primer, Edit-R Pooled Index Read lllumina Sequencing Primer

Edit-R Pooled sgRNA Indexing PCR and Sequencing Primer Kit B
DHA PRM10185 1 order/ 78,900
Fv MAZA : Edit-R Pooled sgRNA Forward PCR Primer, Edit-R Pooled sgRNA Reverse
Index PCR Primer (1/3/8~11/20~23/25/27), Edit-R Pooled Read 1 Illumina
Sequencing Primer, Edit-R Pooled Index Read lllumina Sequencing Primer
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