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The Beawty of Science is to Make Things Simple
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= Bacillus subtills
® Listeria monocytogenes

= Staphylococcus aureus

= Enterococcus faecalis

= Lactobacillus fermentum
Salmonella enterica

= Escherichia coli

= Pseudomonas aeruginosa
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HMP Protocol (KE NIH ® Human Microbiome Project @70 ~3JL)

EMP Protocol (KE Earth Microbiome Project ® 7’00 h3JL)
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15 HMP Protocol
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= RBG ( Primer Set V1-V2)
" HMP V1-V3 Primer Set
= Loman Lab V1-V3 Primer Set

= RBG ( Primer Set V3-V4 )
= Klindworth V3-V4 Primer Set
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