
Crosslinker References from the Literature 
 
Description: Textspresso was used to mine Pub Med Central for all occurrences of the UVP Crosslinkers. 
Key search terms include CL-1000, CL1000, CX-2000, CX2000, UVP [AND] Crosslinker. Every article was 
mined to confirm our instrument was used. The categorizations below are our own and only here to 
help guide our customers for Applications support.  
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