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BL1 CRL-2331™ HCC1599 Primary ductal 
carcinoma primary BRCA2 homozygous c.4550_4559del10 p.K1517fs*23 

     TP53 homozygous c.673-2A>T p.? 

 CRL-2336™ HCC1937 Primary ductal 
carcinoma primary BRCA1 homozygous c.5266_5267insC p.Q1756fs*74 

        TP53 homozygous c.916C>T p.R306* 

 CRL-2321™ HCC1143 Primary ductal 
carcinoma primary TP53 homozygous c.743G>A p.R248Q 

 HTB-132™ MDA-MB-468 Adenocarcinoma metastasis, 
pleural effusion PTEN homozygous c.253+1G>T p.? 

        RB1 homozygous c.265_2787del2523 p.? 

         SMAD4 homozygous c.1_1659del1659 p.0? 

         TP53 homozygous c.818G>A p.R273H 

 CRL-2314™ HCC38 Primary ductal 
carcinoma primary CDKN2A homozygous c.1_471del471 p.0? 

     TP53 homozygous c.818G>T p.R273L 

BL2 CRL-2315™ HCC70 Primary ductal 
carcinoma primary PTEN homozygous c.270delT p.F90fs*9 

        TP53 homozygous c.743G>A p.R248Q 

 
    

 
 
 
 
 
 

     

TRIPLE NEGATIVE BREAST CANCER PANELS 
ATCC has developed three Triple Negative Breast Cancer Panels based on how cell lines are classified into one of 6 subtypes. 
Triple Negative Breast Cancer Panel 1, Basal-like Morphology (ATCC® No. TCP-1001™) is comprised of 9 triple negative 
breast tumor cell lines that share a basal-like morphology. Triple Negative Breast Cancer Panel 2, Mesenchymal & Luminal 
Morphology  (ATCC® No. TCP-1002™) is comprised of 6 triple negative breast tumor cell lines that share a mesenchymal-like 
morphology or LAR subtype. Triple Negative Breast Cancer Panel 3 (ATCC® No. TCP-1003™) contains all the items in ATCC® 
TCP-1001™ and ATCC® TCP-1002™ plus 2 triple negative breast cancer cell lines with an unclassified morphology. 

http://www.sanger.ac.uk/cosmic
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2331
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2336
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2321
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-132
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2314
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2315
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 CRL-2335™ HCC1806 

Primary 
acantholytic 
squamous cell 
carcinoma 

primary CDKN2A homozygous c.1_471del471 p.0? 

     KDM6A homozygous c.444_564del121 p.0 

     STK11 homozygous c.1109_1302del194 p.? 

     TP53 homozygous c.766_767insAA p.T256fs*90 

IM CRL-2322™ HCC1187 Primary ductal 
carcinoma primary TP53 homozygous c.322_324delGGT p.G108del 

 HTB-123™ DU4475 Carcinoma  metastasis, skin APC homozygous c.4729G>T p.E1577* 

     BRAF heterozygous c.1799T>A p.V600E 

     MAP2K4 homozygous c.1_1200del1200 p.0? 

        RB1 homozygous c.1_2787del2787 p.0? 
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M HTB-122™ BT-549 Ductal carcinoma  primary PTEN homozygous c.823delG p.V275fs*1 

        RB1 homozygous c.265_607del343 p.? 

        TP53 homozygous c.747G>C p.R249S 

MSL HTB-126 Hs 578T Carcinoma primary CDKN2A homozygous c.1_471del471 p.0? 

     HRAS heterozygous c.35G>A p.G12D 

     PIK3R1 homozygous c.1358_1359insTAA p.N453_T454insN 

     TP53 homozygous c.469G>T p.V157F 

 HTB-26™ MDA-MB-231 Adenocarcinoma metastasis, 
pleural effusion BRAF heterozygous c.1391G>T p.G464V 

        CDKN2A homozygous c.1_471del471 p.0? 

        KRAS heterozygous c.38G>A p.G13D 

        NF2 homozygous c.691G>T p.E231* 

        TP53 homozygous c.839G>A p.R280K 

           
           
           

http://www.sanger.ac.uk/cosmic
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2335
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2322
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-123
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-122
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-126
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-26
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 HTB-130™ MDA-MB-436 Adenocarcinoma metastasis, 

pleural effusion BRCA1  homozygous c.5277+1G>A p.?  

     RB1  homozygous c.607_608ins227 p.G203fs*9  

 HTB-24™ MDA-MB-157 Medulallary 
carcinoma 

metastasis, 
pleural effusion NF1 homozygous c.8253_8268del16 p.S2751fs*27 

        TP53 homozygous c.261_286delAGCCCCCTCCTGGCCCCTGTCATCTT p.A88fs*52 

 

         

LA
R LAR HTB-131™ MDA-MB-453 Carcinoma metastasis, 

pleural effusion CDH1 homozygous c.1913G>A p.W638* 

        PIK3CA heterozygous c.3140A>G p.H1047R 
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 HTB-19™ BT-20 Carcinoma primary CDKN2A homozygous c.1_471del471 p.0? 

        PIK3CA heterozygous c.1616C>G p.P539R 

        PIK3CA heterozygous c.3140A>G p.H1047R 

        TP53 homozygous c.394A>C p.K132Q 

 CRL-2324™ HCC1395 Primary ductal 
carcinoma primary BRCA1 homozygous c.5251C>T p.R1751* 

     CDKN2A homozygous c.1_471del471 p.0? 

     PTEN homozygous c.635_1212del578 p.N212fs*1 

         TP53 homozygous c.524G>A p.R175H 

 
 
1 Described in J Clinical Inv (2011) 121(7):2750-2767.  
 
2 These subtypes are classified as: (1) Basal-like, including subtypes BL1 (basal-like 1), BL2 (basal-like 2) and IM (immunomodulatory); (2) Mesenchymal-like, 
including subtypes M (mesenchymal) and MSL (mesenchymal stem-like); and, (3) LAR (luminal androgen receptor) with an LAR subtype. 
 
 

http://www.sanger.ac.uk/cosmic
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-130
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-24
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-131
http://www.atcc.org/SearchCatalogs/LinkIn?Id=HTB-19
http://www.atcc.org/SearchCatalogs/LinkIn?Id=CRL-2324
http://www.jci.org/articles/view/45014

