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5" end of AOXT mRINA 5" AQX1 priming site

| ;
811 AACCTTTTTT TTTATCATCA TTATTAGCTT ACTTTCATARA TTGCGACTGE TTCCAATTGA

1
871 CARGCTTTTG ATTTTAACGA CTTTTARCGA CAACTTGAGAR AGATCARARM ACAACTAATT

F
931 ATTCGAAACG ATG AGA TTT CCT TCA ATT TTT ACT GCT GTT TTA TTC GCA GCA
Met Arg Phe Pro Ser Ile Phe Thr Ala WVal Leu Phe Ala Ala

983 TOC TCC GCA TTA GCT GCT CCA GTC ARAC ACT ACA ACA GAM GAT GAA ACG GCA
Ser Ser Ala Leu hla Ala Pro Wal Asn Thr Thr Thr Glu Asp Glu Thr Ala

a-fadior signal sequence

1034 CAA ATT CCG GCT GAR GCT GTC ATC GGT TAC TCA GAT TTA GAA GGG GAT TTC
Gln Ile Pre Ala Glu Ala Val Ile Gly Tyr Ser Asp Leu Glu Gly Asp Phe

10BS GAT GTT GCT GTT TTG CCA TTT TCC AAC AGC ACA AAT AAC GGG TTA TIG TTT
Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asnm Asn Gly Leu Leu Phe
Xha I*
T
1126 ATA AAT ACT ACT ATT GCC AGC ATT GCT GCT AMA GAA GAA GGG GTA TCT CTC
Ile Asn Thr Thr Ile Ala Ser Ile Ala Ala Lys Glu Glu Gly Val Ser Leu
““299'%'““"‘9‘ Clal  EcoR1  Pmil sfil B |
1187 GAG AAG AGA GAG GCT GAR GC GAATTCAC GTGGCCCAG COGGCCGTC TCGGA
Glu Lys Arg Glu RlaGlu Ala
Ste13 signal cleavage
Asp?mlxpnlxmn Sacll Nau Xbal cmyc epitope
1244 TOGGTADCTC G&GCCG’:GGC GGCCGCCAGC TTTCTJ\ GM CAAR AMA CTC ATC TCA GAR
Glu Gln Lys Leu Ile Ser Glu
polyhistidine tag
- 1 I 1
1301 GAM; GAT CTG AAT AGC GCC GTC GAC CAT CAT CAT CAT CAT CAT TGA GTTTGTA
Glu Asp Leu Asn Ser Ala Val Asp His His His His His His ¥*#*

1353 GOCTTAGACA TGACTGITCC TCAGTTCAAG TTGGGCACTT ACGAGAAGAC CGGETCTTGCT
3 AOXT priming site
1413 AGATTCTAAT CAAGAGGATG TCAGRATGCC ATTTGCCTGA GAGATGCAGG CTTCATTTTT
3 polyadenylation site
1473 GATACTITTT TATTTGTAAC CTATATAGTA TAGGATTTIT TTTGTCJ!UI"I'T TGTTTCTTCT







