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User Guide
Standard (S2) Cartridge Kit (C105201/C105801)

A. Specifications

Specifications Description
DNA Sizing Range 20-5000 bp
L.0.D 0.1 ng/ul
Resolution 4-10 bp
Sample number (per cartridge) 200 runs
Shelf life 6 months

* Best resolution is determined by the 15-622 DNA Size Marker (C109200).

For new cartridge, please follow unpacking guide to unpack
and use 20bp-1000bp Alignment Marker to do calibration.

B. Sample Preparation

Sample volume requirement

0.2 ml tube: 20 ul

0.1 ml tube (C104252): 10 pl

Micro Vial: 2 pl

Recommended sample concentration
Fragment sample: 0.1-10 ng/ul

*NOTE: When fragment sample concentration is over 10 ng/pl, please 10X

dilute sample by 1X dilution buffer.

Smear sample: 2-50 ng/ul
*NOTE: When smear sample concentration is over 50 ng/pl, please 10X

dilute sample by 0.1X dilution buffer.

*NOTE: If sample is eluted in water, adding dilution buffer to make the

sample in 0.2X or 0.1X dilution buffer condition.

. Section B-1: sample size in 20-1000 bp
. Section B-2: sample size in 20-5000 bp

B-1. Sample size within range from 20 bp to 1000 bp
Marker required:

20bp-1000bp Alignment Marker (€C109100): 20 ul
15-622bp Size Marker (€109200): 20 pl

*NOTE: All the markers should be loaded at regular 0.2 ml PCR tube,
Except for the size marker for Osep; 12-well tray (size marker put at “S8”

position needs to use 0.1ml tube (C104252)).

Click “Change Buffer”, place alignment marker and size

marker at corresponding position:
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B-2. Sample size within range from 10 bp to 5000 bp
Marker required:

20bp-5000bp Alignment Marker (C109102): 20 ul
50-3000bp Size Marker (C109300): 20 ul

*NOTE: All the markers should be loaded at regular 0.2 ml PCR tube,
except the size marker for Osep; 12-well tray (size marker put at “S8”

position needs to use 0.1 ml tube (C104252).

Click “Change Buffer”, place alignment marker and
size marker at corresponding position:
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*NOTE: If sample is eluted in nuclease-free water, please use
dilution buffer to dilute it
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C. Software Operation
@ Q-Analyzer for Qsep100 Basic
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5. Separation Duration: adjust the duration to

¥ . i extend/reduce the separation time.
o Input/sample information
Select sample position i | = *NOTE: Step 3-5 are optional.

6. Input the result name for result file.

2. Select alignment marker and analytic method in Method
7. Click “Para” E . Choose to use reference (a) or

Selector.
> Method Selector x create size marker (b) to do the calculation.
Acpicston  owa R I  Proten
sis Type fal Sam © Calculate Flow X
dlls i h Allgnment Marker
|signment Marker " [20-tkmiat) © Reduce (= Nermal © Enhance [ Baseinefactor: [200 [ Peaksmoothing: o
T ,—_|32 = I~ Peak Threshola: [10.0: I~ Peak Definfion
@ Calcuiate @ |  Reterence uarker Tavie [icne 28t for Qsep100Referenceis2 v |
Sample Concentration  High (Fragment: 10 nghul) @ Regular (Fragment: 0.1~ 10ngiul)  C Low (Fragment <0.1 nghul)
e i = e b @ Create Sze Mamker [C109200u4-2) | [ Eveny [+ |
[M-4-10-08-160 ‘Sample Injection 4kv 10s ‘ 100p~5000bp
{Separation 8kv 1605 dbp~10bp
} o Reference Marke Tae
lQDNAMNGS) ‘§:§$37:§:1$m e Sheared Genomic DNA 5 i ot R ChE e VL‘
‘Sspamﬁun Bk 2008 I~ Smear c % (¢}
- e Select the analytic method I~ PeakCaling | Browse
T-Purge-120 Gel Refill without HV for 1205
o
I~ Create Report _—J
% High Voltage Purge ¢ Purge [~ Purge Modification
ok | canet
Customized Method oK
*NOTE: When using create size marker function, select the size
*NOTE: Based on sample concentration to adjust injection condition marker you use. e.g. 20-1k is paired with C109200, 20-5k is
paired with C109300.
Sample High Regular Low
concentration (2kv, 10s) (4kV, 10s) (8kV, 10s)
Fragment DNA >10 ng/ul 0.1-10 ng/l 0.01-0.1 ng/ul 8. Click “Run” to start analysis. o Run
Smear DNA >50 ng/pl 2-50 ng/pl 0.5-2 ng/ul

*NOTE: Please renew the alignment marker every 20 runs.
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U Alignment Marker & Size Marker

20-1K & C109200 15-622bp size marker
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20-5K & C109300 50-3000bp size marker
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E. Troubleshooting
Please ensure that the system is working well, and the
operation follows the instructions first.

Sometimes there will be some residues left in DNA
sample after extraction.

These residues might cause unstable current at
sample injection or separation steps. Here is a list of
solutions to help fix the occurrence.

1. Use dilution buffer to dilute the sample.

2. Centrifuge the sample for a while to make the
residues accumulate at the bottom of the tube.

3. Inserta “T-purge-120” method between
several sample runs.
e.g.insert 1 run “T-Purge-120" every 5-10 sample runs.
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F. Cartridge Discard

Please wear the gloves before discarding cartridge.

Gel reservoir
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Distribution: 96.1% Average Size: 4827 bp
From: 271bp Average Molarity:  18.62 nmole/l.
To: 903 bp DQN: 96
Range Avg. bp ng/pl nMole /L Percent
271-400 3527 186 812 306
400 - 600 474.3 304 287 53.5
600 - 800 675.0 059 135 107
800 - 903 844.9 0.11 0.19 13

Using smear function to get average size, molarity, and size
distribution of fragmented DNA or library DNA sample
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1. Bend the cartridge tip.
Porine: 2. Open the cap on gel reservoir and
B remove the inner cap.
3. Pour the gel into the chemical
waste container.
4. Cartridge can throw it into the bin.

Cartridge tip



